


Bray-Curtis dissimilarity compared from 468 molecular features that varied across six P. aeruginosa 1306 

isolates in biological triplicate after subtraction of the averaged media blank. Each point represents the 1307 

metabolome profile of a single P. aeruginosa isolate. The color and shape of the points represent the 1308 

donor identity (HID) and inhibitory activity of the isolate, respectively. The solid and dashed ellipses 1309 

represent the t-distribution spread for HID and inhibitory activity, respectively. 1310 
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